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BIOTEC-Eisai collaboration under the NPDD
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COVID-19 Pandemic
The new challenges of 2020-2021

Reth IN k how we do collaborative
research

Re-Vvision how collaboration can
be continued

Re-imagine the new collaboration
model

Credit IMG source: https://www.salika.co/2020/04/24/fight-covid-19-pandemic-in-the-21st-century/
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BIOTEC-Eisai collaboration under the NPDD =iorec! é@

1. Technology Transfer on 2.Crude Extract 3. Consultation for
Phenotypic Screening Library Construction medicinal chemistry
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Online Training :
High-Content Screening & Analysis
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Online Training : Revisited

* Consultative, not Demonstrative and
Instructive Approaches
 Differences in Equipment and Protocols
 Demo is necessary to show the problems for
finding solution together , not for instruction
* Sharing information and knowledge
* Analytical and Lab Protocols
* Material distributor
* Tips

 Availability of Materials

* Fast Response /Effective Communication
» Different Time zones
* Slow response -> Slow progress
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Stay Connected
Keep (Remote) Collaborating!

Img: https://www.sciencemag.org/careers/2020/04/how-i-ve-connected-other-scientists-online-during-covid-19-pandemic



TO BE BIOTEC-Eisai collaboration under the NPDD soTec! ms;)

CONTINUED —
EJ ﬁ\ * Microbial Bioresources (TBRC)

TBRC ¢ selection based on taxonomic diversity

THALAND BIORESOURCE RESLARCH CON

¢ focusing on fungal group(s) of interest

* Building Crude Extract Library

0 for pre-pilot/pilot screening

¢ for in-house collection

extraction protocol sample preparation
protocol
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* High Content Phenotypic Screening

¢ interpretation of screening results

0 selection of hit samples } joint decision-making

target selection online training
:E : * Natural Product Database
&
! I —/ | 0 adaptation of Eisai’s protocol for development of BIOTEC's
A own database (inclu. crude extract, screening, and chemical profiling data)
Eisai’s Big Data analytical and 0 alignment both analytical systems for dereplication of
hit samples

dereplication protocols




Microbial Resources

E Global Catalogue of Microorganisms . .
Thailand Bioresource Research Center (TBRC)

FURGALBIO https://www.tbrcnetwork.org

Filamentous fungi: 62%
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Yeast

7BCCM/LMG ‘ Filamentous fungi in our collection were
| | ® Bccm - MuCt isolated from wide variety of substrates and

8.BCCM/MUCL

18.6CCM/MUCL] W == =~ 2~ @ 0 natural habitats in Thailand; for example,

59 _— WP T insects, plant parts, fresh water, soil, high

= =] ==t ' temperature environments, high pH
v TEs environments and marine environments,

Source: http://gcm.wdcm.info R



2021

(o Transfer analytical and
dereplication protocols/
workflows to BIOTEC

* Facilitatethe use of Eisai
DB for dereplication

N

Database Development for Rapid Screening
and Dereplication of Microbial Natural Products

Crude Extracts

il

UHPLC-DAD, UHPLC-MS/MS profiling

Clustering &
Pattern Recognition

Matural Product
Database
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Eisai Natural
Product Database

» Tech-Transfer

Eisai

k Identification 8 Dereplication J
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BIOTEC Natural
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* Development for
Dereplication
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Future Plan
—

ﬂ Comparative analysis between\
BIOTEC and Eisai DB systems

e Data transformation and
Standardization

Large-scale database screening
platforms for natural product
discovery.

(
ANPDC Natural
Product Database

 Extension &
Standardization




Conclusion and on-going activities @SB B'DTE@ T’“LS
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 High content phenotypic screening on the proposed drug
target is being transferred from Eisai by an online training.

 The screening result interpretation of hit sample selection
will be addressed by shared decision-making. Dereplication
of hit candidates through Eisai’s big database is requisite for
speeding up the natural products discovery process.

* Next, developing a data model standard and protocols will
be discussed.



Thank you for your attention!



